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Abstract

role in mammalian growth and development. The DNA methylation level of primordial germ cells and methylation

DNA methylation is one of the major modifications in epigenetic level, and plays an important

rearrangement during embryonic development, and placentation of abnormal methylation is closely related to the
reproductive process. Otherwise, DNA methylation also related to male infertility, spontaneous abortion and ART
application, which affects the epigenetic process. In this paper, DNA methylation in mammalian reproductive was
reviewed and expounded with the relationship between male infertility, spontaneous abortion and the ART process
and DNA methylation relationship.

Keywords = DNA methylation; epigenetic, mammalian; reproduction
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FEN S AR AR R B P Aol P AL B 7 i) A7 AE T O
BRI AR 11 73 29I A T I Dnmtlo A4 24 ffg
(FDnmtls, X P& 1) DX 2 i & A F 90 R4 i R 7
15" B 5~ A5 N - AR B 15 Bl A

DNA 346 5 W FLah W) A2 i 0 78 2 1) (5% &
nfr? IR SRR E . BIR. REKE.
B 2 8] (R 5% AR A IR

1 DNARENWSHERAE

A B XoF T A 45 ol AR 1 A 8 A 3 A% ) 5 1)
&3 2 AR B B . AR P BN S A A i A R 2
FH R ZR UL A% {5 IS 2 AEN AR E 1, (546 A FE 40 i
B S I (1) 4 2 DR 4 e kAT 25 FR AL RN
FRORAL I, IX B ELHE T DNA R R4 yH B oK & 11
HE A B AR B B AR, 2 H AL ML ] B
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T AE /N B BAREAG PR TET3 A X6 & AL I Vu Bl A
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HIT G, R R BIPEIR N 5 15 1, CpG I EAL/K-F A\
E6.5[1170%)% /> FIE13.5f1 £910%*. X it K 1 25
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55 1t K BE 4 L R 3R A H AL (HAE 1%, DNA
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FRHTH TR ML . 8T 30 DNA B JE Ak Bk
FANHIDNMTs K I, Ho 5 T 4ERF 75 A IR Rz 4
FfL 6 Bt B8 70 I E-5 26 2 R A O A, R
NAR SN2 5 (in vitro fertilization, IVF)[ I PR BIF 7T 45
RELW, DNMTsIREHME BN BEEZES2IE
FHOG o RN BRASE B R A 72 3% BH, DNA R A 40 1) 771)
Xof 70N B VR JHE 28 B B AN AT A5 PR B S 20N, T )
S O 0 L 3 B A IO, B H T R
AR A ZAARILE RN 1) S5 B30T,
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B WA b, Z915% R 222008 LART 22K
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TR LA B A Z R BLR . — 5, — L6
VEVERI R R 1 5 A 5%, e tERER . g
SERMIM R N WEEL. BRI R AERY, 5 —
J3 T, — SRR b 10 T A A A BRI Y SR
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KRESRES, BEA SR E N EA 4R
PER 2K OF 70 A R G AR i LA 26 5% T
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LA DNA F AL KT BRI IR, T 3 o e A1
A 2 T DNMTIFIDNMT3 A3 [ 45 i 45 5,
LA B8 2 E SR R 1 — PR R, 7R/ R
AU eb, J@ I DNMTIH 6] 550 40 1) R4k, e % 5]
ANDNA A6 K P sk 2b, T 52 e R G 1)K &
P A 7 PR A A A B TRk, FRATT AT LA
I, 5 B R R AL AT R A AR B B
.
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PL, 25 7R ARG, HEEZ 3R Bkt
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7 HESRE

DNA H Ak 2 — T R A% 7K1 B 2 B 1
I, RN M REA BRI . ZH5 004
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